Endophytic Herbaspirillum sp. strain WT00C was isolated from tea plant (Camellia sinensis L.). Here, we report the 6.08 Mb draft genome sequence of this strain, providing bioinformation about its agronomic benefits and capability to reduce selenate/selenite into red elemental selenium.
glycohydrolase genes involved in plant cell wall degradation. This strain also contains genes encoding an intact type IV secretion system (T4SS), which is deficient in other Herbaspirillum strains. The genomic information suggests that tea plant-growth promotion by the strain WT00C is achieved by direct and indirect interactions between the bacterium and its host plant. Accession number(s). The genome sequence has been deposited at DDBJ/EMBL/ GenBank under the accession number MIJG00000000. The version described in this paper is the first version.
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